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105 genes with co-regulated expression patterns
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Supplementary Data 3a


Correlations between our data and the literature.
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Supplementary Data 1

Zürich data set

	Melanoma cultures
	BRAF

status
	NRAS status
	cohort

	M980513
	V600E
	wt
	A

	M010817
	wt
	Q61R
	A

	M000921
	V600E
	wt
	A

	M990514
	wt
	Q61K
	B

	M000907
	wt
	wt
	B

	M000216
	V600E
	wt
	B

	M991121
	wt
	wt
	C

	M990115
	wt
	wt
	C

	M010718
	wt
	Q61K
	C

	M010322
	V600E
	wt
	C

	M010308
	wt
	Q61K
	C

	M010119
	wt
	wt
	C


Philadelphia data set

	Melanoma cultures
	BRAF

status
	cohort

	WM1321
	WT
	A

	WM1382
	unknown
	A

	WM1617
	V599E
	A

	WM164
	unknown
	A

	WM1727A
	unknown
	A

	WM1799
	unknown
	A

	WM1819
	unknown
	A

	WM239A
	unknown
	A

	WM3268V
	unknown
	A

	WM39
	V599E
	A

	WM51
	unknown
	A

	WM88
	unknown
	A

	WM983A
	V599E
	A

	WM983B
	V599E
	A

	WM983C
	unknown
	A

	WM115
	unknown
	B

	WM3248
	unknown
	B

	WM3451
	unknown
	B

	WM35
	unknown
	B

	1205 Lu
	V599E
	C

	WM1346
	unknown
	C

	WM1361A
	WT
	C

	WM1361B
	V599E
	C

	WM1366
	WT
	C

	WM278
	V599E
	C

	WM3211
	WT
	C

	WM793B
	V599E
	C

	WM852
	unknown
	C

	WM858
	V599E
	C


Mannheim data set

	Melanoma cultures
	BRAF status
	NRAS status
	cohort

	Ma-Mel 12
	unknown
	unknown
	A

	Ma-Mel 15
	wt
	wt
	A

	Ma-Mel 27
	wt
	G12D
	A

	Ma-Mel 30
	D594N
	unknown
	A

	Ma-Mel 35
	wt
	wt
	A

	Ma-Mel 36
	V600E
	wt
	A

	Ma-Mel 40
	wt
	wt
	A

	Ma-Mel 46
	V600E
	wt
	A

	Ma-Mel 48a
	G469R
	wt
	A

	Ma-Mel 52
	V600K
	wt
	A

	Ma-Mel 57
	V600E
	wt
	A

	Ma-Mel 59a
	V600E
	wt
	A

	Ma-Mel 63a
	V600E
	Q61R
	A

	Ma-Mel 67
	V600K
	wt
	A

	Ma-Mel 69
	V600K
	wt
	A

	Ma-Mel 76
	wt
	wt
	A

	Ma-Mel 79b
	wt
	Q61K hom.
	A

	Ma-Mel 80a
	V600E
	wt
	A

	Ma-Mel 82
	wt
	G12D
	A

	Ma-Mel 39a
	wt
	wt
	B

	Ma-Mel 60
	wt
	Q61K
	B

	Ma-Mel 61a
	V600E
	wt
	B

	Ma-Mel 71
	wt
	wt
	B

	Ma-Mel 73a
	wt
	wt
	B

	Ma-Mel 84
	unknown
	unknown
	B

	Ma-Mel 86b
	V600E
	wt
	B

	KNUD
	V600E
	wt
	C

	Ma-Mel 06
	V600E
	wt
	C

	Ma-Mel 07
	V600E
	wt
	C

	Ma-Mel 25
	wt
	wt
	C

	Ma-Mel 26a
	wt
	Q61R
	C

	Ma-Mel 42a
	wt
	wt
	C

	Ma-Mel 45a
	V600E
	wt
	C

	Ma-Mel 50b
	unknown
	unknown
	C

	Ma-Mel 53a
	wt
	Q61K, R68T
	C

	Ma-Mel 54a
	V600E
	wt
	C

	Ma-Mel 58
	wt
	wt
	C

	Ma-Mel 65
	wt
	Q61K
	C

	Ma-Mel 66b
	unknown
	unknown
	C

	Ma-Mel 74
	wt
	Q61R het.
	C

	Ma-Mel 85
	V600E
	wt
	C

	Ma-Mel 86a
	V600E
	wt
	C


Supplementary Data 2A

223 genes which have cohort-specific expression patterns in cultures of melanoma.
	Probe Set ID
	Gene Title
	Gene Symbol

	212387_at
	---
	---

	208161_s_at
	ATP-binding cassette, sub-family C (CFTR/MRP), member 3
	ABCC3

	43427_at
	acetyl-Coenzyme A carboxylase beta
	ACACB

	204638_at
	acid phosphatase 5, tartrate resistant
	ACP5

	202952_s_at

213790_at
	ADAM metallopeptidase domain 12 (meltrin alpha)
	ADAM12

	222108_at
	adhesion molecule with Ig-like domain 2
	AMIGO2

	203002_at
	angiomotin like 2
	AMOTL2

	221009_s_at
	angiopoietin-like 4
	ANGPTL4

	205082_s_at
	aldehyde oxidase 1
	AOX1

	203299_s_at

203300_x_at
	adaptor-related protein complex 1, sigma 2 subunit
	AP1S2

	205265_s_at
	aortic preferentially expressed gene 1
	APEG1

	204416_x_at

213553_x_at
	apolipoprotein C-I
	APOC1

	203381_s_at

203382_s_at

212884_x_at
	apolipoprotein E
	APOE

	210980_s_at

213702_x_at

213902_at
	N-acylsphingosine amidohydrolase (acid ceramidase) 1
	ASAH1

	205673_s_at
	ankyrin repeat and SOCS box-containing 9
	ASB9

	220948_s_at
	ATPase, Na+/K+ transporting, alpha 1 polypeptide
	ATP1A1

	202685_s_at

202686_s_at
	AXL receptor tyrosine kinase
	AXL

	217867_x_at
	beta-site APP-cleaving enzyme 2
	BACE2

	220488_s_at
	breast carcinoma amplified sequence 3
	BCAS3

	205681_at
	BCL2-related protein A1
	BCL2A1

	213905_x_at
	biglycan /// serologically defined colon cancer antigen 33
	BGN /// SDCCAG33

	210538_s_at
	baculoviral IAP repeat-containing 3
	BIRC3

	220451_s_at
	baculoviral IAP repeat-containing 7 (livin)
	BIRC7

	221534_at
	basophilic leukemia expressed protein BLES03
	Bles03

	213246_at
	chromosome 14 open reading frame 109
	C14orf109

	217118_s_at
	chromosome 22 open reading frame 9
	C22orf9

	210944_s_at

211890_x_at

214475_x_at
	calpain 3, (p94)
	CAPN3

	206837_at
	cartilage paired-class homeoprotein 1
	CART1

	204306_s_at
	CD151 antigen
	CD151

	204726_at
	cadherin 13, H-cadherin (heart)
	CDH13

	203440_at

203441_s_at
	cadherin 2, type 1, N-cadherin (neuronal)
	CDH2

	204252_at
	cyclin-dependent kinase 2
	CDK2

	204995_at
	cyclin-dependent kinase 5, regulatory subunit 1 (p35)
	CDK5R1

	204029_at
	cadherin, EGF LAG seven-pass G-type receptor 2
	CELSR2

	204266_s_at
	choline kinase alpha
	CHKA

	204591_at
	cell adhesion molecule with homology to L1CAM 
	CHL1

	207144_s_at
	Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 1
	CITED1

	200998_s_at
	cytoskeleton-associated protein 4
	CKAP4

	201734_at
	Chloride channel 3
	CLCN3

	209235_at
	chloride channel 7
	CLCN7

	211343_s_at
	collagen, type XIII, alpha 1
	COL13A1

	203325_s_at

212488_at

212489_at
	collagen, type V, alpha 1
	COL5A1

	202110_at
	cytochrome c oxidase subunit VIIb
	COX7B

	206256_at
	carboxypeptidase N, polypeptide 1, 50kD
	CPN1

	202551_s_at
	cysteine rich transmembrane BMP regulator 1 (chordin-like)
	CRIM1

	221541_at
	cysteine-rich secretory protein LCCL domain containing 2
	CRISPLD2

	209716_at
	colony stimulating factor 1 (macrophage)
	CSF1

	209101_at
	connective tissue growth factor
	CTGF

	204925_at
	cystinosis, nephropathic
	CTNS

	209774_x_at
	chemokine (C-X-C motif) ligand 2
	CXCL2

	210764_s_at
	cysteine-rich, angiogenic inducer, 61
	CYR61

	209569_x_at

209570_s_at
	DNA segment on chromosome 4 (unique) 234 expressed sequence
	D4S234E

	203139_at
	death-associated protein kinase 1
	DAPK1

	205337_at

205338_s_at

216512_s_at

216513_at
	dopachrome tautomerase
	DCT

	219113_x_at
	dehydrogenase/reductase (SDR family) member 10
	DHRS10

	221031_s_at
	hypothetical protein DKFZp434F0318
	DKFZP434F0318

	204602_at
	dickkopf homolog 1 (Xenopus laevis)
	DKK1

	202196_s_at

214247_s_at
	dickkopf homolog 3 (Xenopus laevis)
	DKK3

	212838_at
	dynamin binding protein
	DNMBP

	219648_at
	dilute suppressor
	DSU

	204271_s_at

206701_x_at
	endothelin receptor type B
	EDNRB

	206580_s_at
	EGF-containing fibulin-like extracellular matrix protein 2
	EFEMP2

	201983_s_at

201984_s_at
	epidermal growth factor receptor
	EGFR

	221870_at

45297_at
	EH-domain containing 2
	EHD2

	222294_s_at
	Eukaryotic translation initiation factor 2C, 2
	EIF2C2

	214446_at
	elongation factor, RNA polymerase II, 2
	ELL2

	202454_s_at
	v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (avian)
	ERBB3

	204363_at
	coagulation factor III (thromboplastin, tissue factor)
	F3

	203206_at
	family with sequence similarity 53, member B
	FAM53B

	202765_s_at

202766_s_at
	fibrillin 1 (Marfan syndrome)
	FBN1

	201178_at
	F-box protein 7
	FBXO7

	204421_s_at

204422_s_at
	fibroblast growth factor 2 (basic)
	FGF2

	219620_x_at
	hypothetical protein FLJ20245
	FLJ20245

	208614_s_at
	filamin B, beta (actin binding protein 278)
	FLNB

	207876_s_at
	filamin C, gamma (actin binding protein 280)
	FLNC

	218881_s_at
	FOS-like antigen 2
	FOSL2

	206307_s_at
	forkhead box D1
	FOXD1

	213056_at
	FERM domain containing 4B
	FRMD4B

	204948_s_at
	follistatin
	FST

	210220_at
	frizzled homolog 2 (Drosophila)
	FZD2

	212256_at
	polypeptide N-acetylgalactosaminyltransferase 10 (GalNAc-T10)
	GALNT10

	203397_s_at
	polypeptide N-acetylgalactosaminyltransferase 3 (GalNAc-T3)
	GALNT3

	207116_s_at
	glyceraldehyde-3-phosphate dehydrogenase, spermatogenic
	GAPDHS

	1598_g_at

202177_at
	growth arrest-specific 6
	GAS6

	217167_x_at
	glycerol kinase
	GK

	207034_s_at
	GLI-Kruppel family member GLI2
	GLI2

	221447_s_at
	glycosyltransferase 8 domain containing 2
	GLT8D2

	35820_at
	GM2 ganglioside activator
	GM2A

	204187_at
	guanosine monophosphate reductase /// guanosine monophosphate reductase
	GMPR

	209167_at

209168_at

209169_at

209170_s_at
	glycoprotein M6B
	GPM6B

	201141_at
	glycoprotein (transmembrane) nmb
	GPNMB

	206673_at
	putative G protein coupled receptor
	GPR

	206696_at
	G protein-coupled receptor 143
	GPR143

	206582_s_at

212070_at
	G protein-coupled receptor 56
	GPR56

	203632_s_at
	G protein-coupled receptor, family C, group 5, member B
	GPRC5B

	205862_at
	GREB1 protein
	GREB1

	210963_s_at

210964_s_at
	glycogenin 2
	GYG2

	212822_at

213069_at
	HEG homolog 1 (zebrafish)
	HEG1

	204670_x_at

209312_x_at

215193_x_at
	major histocompatibility complex, class II, DR beta 1
	HLA-DRB1

	222020_s_at
	neurotrimin
	HNT

	203914_x_at
	hydroxyprostaglandin dehydrogenase 15-(NAD)
	HPGD

	54037_at
	Hermansky-Pudlak syndrome 4
	HPS4

	219985_at
	heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1
	HS3ST3A1

	218971_s_at
	HSPC049 protein
	HSPC049

	202070_s_at
	isocitrate dehydrogenase 3 (NAD+) alpha
	IDH3A

	203851_at
	insulin-like growth factor binding protein 6
	IGFBP6

	205207_at
	interleukin 6 (interferon, beta 2)
	IL6

	202859_x_at

211506_s_at
	interleukin 8
	IL8

	210511_s_at
	inhibin, beta A (activin A, activin AB alpha polypeptide)
	INHBA

	205376_at
	inositol polyphosphate-4-phosphatase, type II, 105kDa
	INPP4B

	204562_at
	interferon regulatory factor 4
	IRF4

	201389_at
	integrin, alpha 5 (fibronectin receptor, alpha polypeptide)
	ITGA5

	203723_at
	inositol 1,4,5-trisphosphate 3-kinase B
	ITPKB

	201362_at

201363_s_at

206245_s_at
	influenza virus NS1A binding protein
	IVNS1ABP

	221584_s_at
	potassium large conductance calcium-activated channel, M alpha 1
	KCNMA1

	204401_at
	potassium intermediate/small conductance calcium-activated channel N 4
	KCNN4

	212456_at
	KIAA0664 protein
	KIAA0664

	213478_at
	kazrin
	KIAA1026

	212942_s_at
	KIAA1199
	KIAA1199

	218651_s_at
	La ribonucleoprotein domain family, member 6
	LARP6

	208949_s_at
	lectin, galactoside-binding, soluble, 3 (galectin 3)
	LGALS3

	221880_s_at

51158_at
	hypothetical gene supported by AK075564; BC060873
	LOC400451

	209679_s_at
	small trans-membrane and glycosylated protein
	LOC57228

	204298_s_at

213640_s_at

215446_s_at
	lysyl oxidase
	LOX

	202997_s_at

202998_s_at
	lysyl oxidase-like 2
	LOXL2

	219042_at

47550_at
	leucine zipper, putative tumor suppressor 1
	LZTS1

	221760_at
	Mannosidase, alpha, class 1A, member 1
	MAN1A1

	212233_at
	Microtubule-associated protein 1B
	MAP1B

	207323_s_at

209072_at
	myelin basic protein
	MBP

	221620_s_at
	hypothetical protein MGC4825
	MGC4825

	211026_s_at
	monoglyceride lipase
	MGLL

	212472_at

212473_s_at
	microtubule associated monoxygenase, calponin and LIM domain containing 2
	MICAL2

	207233_s_at
	microphthalmia-associated transcription factor
	MITF

	206426_at

206427_s_at
	melan-A
	MLANA

	218211_s_at
	melanophilin
	MLPH

	205413_at
	metallophosphoesterase domain containing 2
	MPPED2

	37408_at
	mannose receptor, C type 2
	MRC2

	222153_at
	myelin expression factor 2
	MYEF2

	204527_at
	myosin VA (heavy polypeptide 12, myoxin)
	MYO5A

	204114_at
	nidogen 2 (osteonidogen)
	NID2

	202238_s_at
	nicotinamide N-methyltransferase
	NNMT

	210510_s_at

212298_at
	neuropilin 1
	NRP1

	204589_at
	NUAK family, SNF1-like kinase, 1
	NUAK1

	212605_s_at
	nudix (nucleoside diphosphate linked moiety X)-type motif 3
	NUDT3

	207303_at
	phosphodiesterase 1C, calmodulin-dependent 70kDa
	PDE1C

	214582_at
	phosphodiesterase 3B, cGMP-inhibited
	PDE3B

	218718_at
	platelet derived growth factor C
	PDGFC

	202273_at
	platelet-derived growth factor receptor, beta polypeptide
	PDGFRB

	210976_s_at
	phosphofructokinase, muscle
	PFKM

	204604_at
	PFTAIRE protein kinase 1
	PFTK1

	213638_at
	phosphatase and actin regulator 1
	PHACTR1

	207938_at
	peptidase inhibitor 15
	PI15

	207469_s_at
	pirin (iron-binding nuclear protein)
	PIR

	219584_at
	phospholipase A1 member A
	PLA1A

	207943_x_at

209318_x_at
	pleiomorphic adenoma gene-like 1
	PLAGL1

	214866_at
	plasminogen activator, urokinase receptor
	PLAUR

	210198_s_at
	proteolipid protein 1
	PLP1

	206470_at

213241_at
	plexin C1
	PLXNC1

	201578_at
	podocalyxin-like
	PODXL

	207808_s_at
	protein S (alpha)
	PROS1

	204262_s_at
	presenilin 2 (Alzheimer disease 4)
	PSEN2

	207177_at
	prostaglandin F receptor (FP)
	PTGFR

	206157_at
	pentraxin-related gene, rapidly induced by IL-1 beta
	PTX3

	218931_at
	RAB17, member RAS oncogene family
	RAB17

	209514_s_at

209515_s_at

210951_x_at
	RAB27A, member RAS oncogene family
	RAB27A

	219412_at
	RAB38, member RAS oncogene family
	RAB38

	206617_s_at
	renin binding protein
	RENBP

	210138_at
	regulator of G-protein signalling 20
	RGS20

	221127_s_at
	regulated in glioma
	RIG

	214663_at
	receptor interacting protein kinase 5
	RIPK5

	220425_x_at
	ropporin, rhophilin associated protein 1B
	ROPN1B

	204633_s_at

204635_at
	ribosomal protein S6 kinase, 90kDa, polypeptide 5
	RPS6KA5

	221523_s_at

221524_s_at
	Ras-related GTP binding D
	RRAGD

	212647_at
	related RAS viral (r-ras) oncogene homolog
	RRAS

	205334_at
	S100 calcium binding protein A1
	S100A1

	204268_at
	S100 calcium binding protein A2
	S100A2

	218854_at
	squamous cell carcinoma antigen recognized by T cells 2
	SART2

	200958_s_at
	syndecan binding protein (syntenin)
	SDCBP

	202627_s_at

202628_s_at
	serpin peptidase inhibitor, clade E 1
	SERPINE1

	209848_s_at
	silver homolog (mouse)
	SILV

	203123_s_at

203124_s_at
	solute carrier family 11, member 2
	SLC11A2

	209610_s_at

212810_s_at

212811_x_at
	solute carrier family 1 (glutamate/neutral amino acid transporter), member 4
	SLC1A4

	220245_at

221644_s_at
	solute carrier family 45, member 2
	SLC45A2

	216092_s_at
	solute carrier family 7 (cationic amino acid transporter, y+ system), member 8
	SLC7A8

	209897_s_at
	slit homolog 2 (Drosophila)
	SLIT2

	204466_s_at

204467_s_at

207827_x_at

211546_x_at
	synuclein, alpha (non A4 component of amyloid precursor)
	SNCA

	208127_s_at

209647_s_at
	suppressor of cytokine signaling 5
	SOCS5

	209843_s_at
	SRY (sex determining region Y)-box 10
	SOX10

	38918_at
	SRY (sex determining region Y)-box 13
	SOX13

	202935_s_at
	SRY (sex determining region Y)-box 9 
	SOX9

	210942_s_at

213355_at
	ST3 beta-galactoside alpha-2,3-sialyltransferase 6
	ST3GAL6

	203438_at

203439_s_at
	stanniocalcin 2
	STC2

	209238_at
	syntaxin 3A
	STX3A

	205547_s_at
	transgelin
	TAGLN

	222116_s_at
	TBC1 domain family, member 16
	TBC1D16

	205993_s_at
	T-box 2
	TBX2

	203753_at

212382_at

212385_at

222146_s_at
	transcription factor 4
	TCF4

	212758_s_at
	transcription factor 8 (represses interleukin 2 expression)
	TCF8

	213361_at
	tudor domain containing 7
	TDRD7

	204653_at
	transcription factor AP-2 alpha (activating enhancer binding protein 2 alpha)
	TFAP2A

	201506_at
	transforming growth factor, beta-induced, 68kDa
	TGFBI

	201107_s_at

201108_s_at

201109_s_at

201110_s_at
	thrombospondin 1
	THBS1

	208850_s_at

208851_s_at

213869_x_at
	Thy-1 cell surface antigen
	THY1

	201666_at
	TIMP metallopeptidase inhibitor 1
	TIMP1

	216997_x_at
	transducin-like enhancer of split 4 (E(sp1) homolog, Drosophila)
	TLE4

	204137_at
	transmembrane 7 superfamily member 1 (upregulated in kidney)
	TM7SF1

	213096_at
	transmembrane and coiled-coil domain family 2
	TMCC2

	204932_at

204933_s_at
	tumor necrosis factor receptor superfamily, member 11b (osteoprotegerin)
	TNFRSF11B

	209354_at
	tumor necrosis factor receptor superfamily, member 14
	TNFRSF14

	207643_s_at
	tumor necrosis factor receptor superfamily, member 1A
	TNFRSF1A

	203476_at
	trophoblast glycoprotein
	TPBG

	206116_s_at

206117_at

210986_s_at

210987_x_at
	tropomyosin 1 (alpha)
	TPM1

	204083_s_at
	tropomyosin 2 (beta)
	TPM2

	202369_s_at
	translocation associated membrane protein 2
	TRAM2

	213293_s_at
	tripartite motif-containing 22
	TRIM22

	206479_at
	transient receptor potential cation channel, subfamily M, member 1
	TRPM1

	206630_at
	tyrosinase (oculocutaneous albinism IA)
	TYR

	205694_at
	tyrosinase-related protein 1
	TYRP1

	209946_at
	vascular endothelial growth factor C
	VEGFC

	221532_s_at
	WD repeat domain 61
	WDR61

	205990_s_at
	wingless-type MMTV integration site family, member 5A
	WNT5A

	221029_s_at
	wingless-type MMTV integration site family, member 5B
	WNT5B

	217781_s_at
	zinc finger protein 106 homolog (mouse)
	ZFP106


Supplementary Data 2B

Genes with co-regulated cohort specific expression patterns (motifs).
Motif 1 (the neural crest signature)

	Probe Set ID
	Gene Title
	Gene Symbol

	203300_x_at
	adaptor-related protein complex 1, sigma 2 subunit
	AP1S2

	204416_x_at
	apolipoprotein C-I
	APOC1

	203381_s_at

203382_s_at
	apolipoprotein E
	APOE

	205681_at
	BCL2-related protein A1
	BCL2A1

	211890_x_at

214475_x_at

210944_s_at
	calpain 3, (p94)
	CAPN3

	206837_at
	cartilage paired-class homeoprotein 1
	CART1

	204995_at
	cyclin-dependent kinase 5, regulatory subunit 1 (p35)
	CDK5R1

	207144_s_at
	Cbp/p300-interacting transactivator with Glu/Asp-rich carboxy-terminal domain 1
	CITED1

	209235_at
	chloride channel 7
	CLCN7

	209570_s_at
	DNA segment on chromosome 4 (unique) 234 expressed sequence
	D4S234E

	216513_at

216512_s_at

205337_at

205338_s_at
	dopachrome tautomerase
	DCT

	221031_s_at
	hypothetical protein DKFZp434F0318
	DKFZP434F0318

	219648_at
	likely ortholog of mouse dilute suppressor
	DSU

	204271_s_at

206701_x_at
	endothelin receptor type B
	EDNRB

	202454_s_at
	v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 (avian)
	ERBB3

	203397_s_at
	polypeptide N-acetylgalactosaminyltransferase 3 (GalNAc-T3)
	GALNT3

	217167_x_at
	glycerol kinase
	GK

	204187_at
	guanosine monophosphate reductase
	GMPR

	209169_at

209168_at

209170_s_at

209167_at
	glycoprotein M6B
	GPM6B

	206696_at
	G protein-coupled receptor 143
	GPR143

	206582_s_at

212070_at
	G protein-coupled receptor 56
	GPR56

	203632_s_at
	G protein-coupled receptor, family C, group 5, member B
	GPRC5B

	205862_at
	GREB1 protein
	GREB1

	210964_s_at
	glycogenin 2
	GYG2

	205376_at
	inositol polyphosphate-4-phosphatase, type II, 105kDa
	INPP4B

	204562_at
	interferon regulatory factor 4
	IRF4

	203723_at
	inositol 1,4,5-trisphosphate 3-kinase B
	ITPKB

	47550_at

219042_at
	leucine zipper, putative tumor suppressor 1
	LZTS1

	221644_s_at

220245_at
	membrane associated transporter
	MATP

	207323_s_at

209072_at
	myelin basic protein
	MBP

	207233_s_at
	microphthalmia-associated transcription factor
	MITF

	206426_at

206427_s_at
	melan-A
	MLANA

	213638_at
	phosphatase and actin regulator 1
	PHACTR1

	207469_s_at
	pirin (iron-binding nuclear protein)
	PIR

	219584_at
	phospholipase A1 member A
	PLA1A

	210198_s_at
	proteolipid protein 1
	PLP1

	206470_at

213241_at
	plexin C1
	PLXNC1

	219412_at
	RAB38, member RAS oncogene family
	RAB38

	206617_s_at
	renin binding protein
	RENBP

	210138_at
	regulator of G-protein signalling 20
	RGS20

	221524_s_at
	Ras-related GTP binding D
	RRAGD

	205334_at
	S100 calcium binding protein A1
	S100A1

	209848_s_at
	silver homolog (mouse)
	SILV

	211546_x_at

207827_x_at

204466_s_at
	synuclein, alpha (non A4 component of amyloid precursor)
	SNCA

	209843_s_at
	SRY (sex determining region Y)-box 10
	SOX10

	213355_at

210942_s_at
	ST3 beta-galactoside alpha-2,3-sialyltransferase 6
	ST3GAL6

	204653_at
	transcription factor AP-2 alpha (activating enhancer binding protein 2 alpha)
	TFAP2A

	209354_at
	tumor necrosis factor receptor superfamily, member 14
	TNFRSF14

	206479_at
	transient receptor potential cation channel, subfamily M, member 1
	TRPM1

	206630_at
	tyrosinase (oculocutaneous albinism IA)
	TYR

	205694_at
	tyrosinase-related protein 1
	TYRP1


Motif 2 (the TGF-like signal signature)

	Probe Set ID
	Gene Title
	Gene Symbol

	208161_s_at
	ATP-binding cassette, sub-family C (CFTR/MRP), member 3
	ABCC3

	213790_at

202952_s_at
	a disintegrin and metalloproteinase domain 12 (meltrin alpha)
	ADAM12

	222108_at
	amphoterin induced gene 2
	AMIGO2

	204589_at
	AMP-activated protein kinase family member 5
	ARK5

	202686_s_at
	AXL receptor tyrosine kinase
	AXL

	213905_x_at
	biglycan /// serologically defined colon cancer antigen 33
	BGN /// SDCCAG33

	204726_at
	cadherin 13, H-cadherin (heart)
	CDH13

	203440_at
	cadherin 2, type 1, N-cadherin (neuronal)
	CDH2

	212489_at

203325_s_at

212488_at
	collagen, type V, alpha 1
	COL5A1

	209101_at
	connective tissue growth factor
	CTGF

	209774_x_at
	chemokine (C-X-C motif) ligand 2
	CXCL2

	210764_s_at
	cysteine-rich, angiogenic inducer, 61
	CYR61

	204602_at
	dickkopf homolog 1 (Xenopus laevis)
	DKK1

	214247_s_at
	dickkopf homolog 3 (Xenopus laevis)
	DKK3

	201983_s_at
	epidermal growth factor receptor
	EGFR

	45297_at

221870_at
	EH-domain containing 2
	EHD2

	214446_at
	elongation factor, RNA polymerase II, 2
	ELL2

	204363_at
	coagulation factor III (thromboplastin, tissue factor)
	F3

	202765_s_at

202766_s_at
	fibrillin 1 (Marfan syndrome)
	FBN1

	204421_s_at

204422_s_at
	fibroblast growth factor 2 (basic)
	FGF2

	206307_s_at
	forkhead box D1
	FOXD1

	222020_s_at
	neurotrimin
	HNT

	219985_at
	heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1
	HS3ST3A1

	205207_at
	interleukin 6 (interferon, beta 2)
	IL6

	211506_s_at

202859_x_at
	interleukin 8
	IL8

	210511_s_at
	inhibin, beta A (activin A, activin AB alpha polypeptide)
	INHBA

	212942_s_at
	KIAA1199
	KIAA1199

	221541_at
	LCCL domain containing cysteine-rich secretory protein 2
	LCRISP2

	213640_s_at

215446_s_at

204298_s_at
	lysyl oxidase
	LOX

	202997_s_at

202998_s_at
	lysyl oxidase-like 2
	LOXL2

	212472_at

212473_s_at
	flavoprotein oxidoreductase MICAL2
	MICAL2

	204114_at
	nidogen 2 (osteonidogen)
	NID2

	202238_s_at
	nicotinamide N-methyltransferase
	NNMT

	210510_s_at

212298_at
	neuropilin 1
	NRP1

	218718_at
	platelet derived growth factor C
	PDGFC

	202273_at
	platelet-derived growth factor receptor, beta polypeptide
	PDGFRB

	209318_x_at
	pleiomorphic adenoma gene-like 1
	PLAGL1

	201578_at
	podocalyxin-like
	PODXL

	207177_at
	prostaglandin F receptor (FP)
	PTGFR

	206157_at
	pentaxin-related gene, rapidly induced by IL-1 beta
	PTX3

	218854_at
	squamous cell carcinoma antigen recognized by T cells 2
	SART2

	202628_s_at

202627_s_at
	serine (or cysteine) proteinase inhibitor, clade E 1
	SERPINE1

	203438_at
	stanniocalcin 2
	STC2

	205547_s_at
	transgelin
	TAGLN

	222146_s_at

212387_at
	transcription factor 4
	TCF4

	201506_at
	transforming growth factor, beta-induced, 68kDa
	TGFBI

	201107_s_at

201110_s_at

201109_s_at

201108_s_at
	thrombospondin 1
	THBS1

	213869_x_at

208850_s_at

208851_s_at
	Thy-1 cell surface antigen /// Thy-1 co-transcribed
	THY1 /// LOC94105

	204932_at

204933_s_at
	tumor necrosis factor receptor superfamily, member 11b (osteoprotegerin)
	TNFRSF11B

	206117_at

206116_s_at

210986_s_at

210987_x_at
	tropomyosin 1 (alpha)
	TPM1

	204083_s_at
	tropomyosin 2 (beta)
	TPM2

	209946_at
	vascular endothelial growth factor C
	VEGFC

	205990_s_at
	wingless-type MMTV integration site family, member 5A
	WNT5A

	221029_s_at
	wingless-type MMTV integration site family, member 5B
	WNT5B


Supplementary Data 3a.
Genes described by others to be downregulated in melanomas with greater metastatic potential and are significantly downregulated from cohort A to cohort C (P<.05).

	Symbol
	Gene
	Affy ID
	Folda
	P<b
	Reference

	A2M
	alpha-2-macroglobulin
	217757_at
	22
	0.002
	(de Wit et al., 2002)

	APAF1
	apoptotic protease activating factor
	211554_s_at
	2.4
	0.011
	(Baldi et al., 2004; Fujimoto et al., 2004)

	BCL2
	B-cell CLL/lymphoma 2
	203684_s_at

203685_s_at

244035_at
	2.4

2.5

2.8
	0.024

0.010

0.038
	(Vlaykova et al., 2002)

	CDH1
	E-cadherin
	201131_s_at
	3.4
	0.019
	(Andersen et al., 2004)

	CDKN2A
	cyclin-dependent kinase inhibitor 2A
	211156_at
	2.1
	0.004
	(Straume and Akslen, 1997)

	CHL1 c
	cell adhesion molecule with homology to L1CAM
	234583_at

204591_at
	8.2

18
	0.003

0.004
	(Seftor et al., 2002)

	DCT c
	dopachrome tautomerase
	216513_at

205338_s_at

216512_s_at

205337_at
	23

37

95

>100
	0.002

0.001

0.001

0.002
	(Takeuchi et al., 2003)

	EDNRB c
	endothelin receptor type B
	204271_s_at

204273_at

206701_x_at
	22

24

34
	0.001

0.001

0.001
	(Smith et al., 2002)

	EEF1A2
	eukaryotic translation elongation factor 1 alpha 2
	204540_at
	2.4
	0.023
	(de Wit et al., 2002)

	GPM6B c
	glycoprotein M6B
	209168_at

209169_at

209170_s_at

209167_at
	16

52

77

92
	0.001

0.001

0.001

0.001
	(Seftor et al., 2002)

	ICAM1
	intercellular adhesion molecule 1
	202637_s_at

215485_s_at
	3.6

2.5
	0.004

0.005
	(Anastassiou et al., 2000)

	MITF c
	microphthalmia-associated transcription factor
	240555_at

207233_s_at

206426_at
	12

19

27
	0.001

0.001

0.001
	(Salti et al., 2000)

	MLANA c
	melan-A
	206426_at

206427_s_at
	45

77
	0.003

0.004
	(Berset et al., 2001)

	NME1
	non-metastatic cells 1, protein (NM23A) expressed in
	201577_at
	2.5
	0.002
	(Mao et al., 2001) (Sarris et al., 2004)

	PCNA
	proliferating cell nuclear antigen
	201202_at
	2.9
	0.012
	(Evans et al., 1992)

	S100A1 c
	S100 calcium binding protein A1
	205334_at
	>100
	0.001
	(Juergensen et al., 2001) (Korabiowska et al., 1994)

	TF
	transferrin
	220109_at

203400_s_at
	5.0

18
	0.029

0.022
	(Seftor et al., 2002)

	TFAP2A c
	transcription factor AP-2 alpha
	210669_at

204654_s_at

204653_at
	4.2

9.1

20
	0.019

0.001

0.001
	(Karjalainen et al., 2000a)

	TOP2A
	topoisomerase (DNA) II alpha 170kDa
	201291_s_at
	7.2
	0.049
	(Mu et al., 2000)

	TRPM1 c
	transient receptor potential cation channel, subfamily M, member 1
	240386_at

206479_at

237070_at

237069_s_at
	14

32

95

>100
	0.006

0.001

0.001

0.001
	(Duncan et al., 2001)

	TYR c
	tyrosinase
	206630_at
	40
	0.001
	(Takeuchi et al., 2003)


aCalculated using normalized Zürich data.  bTwo tailed T-test statistic , assuming variance is equal.  c Also present in the 223 gene intersection of the Zürich, Philadelphia and Mannheim cohort-specific expression data sets.

Genes described by others to be upregulated in melanomas with greater metastatic potential and are significantly upregulated from cohort A to cohort C (P<.05).

	Symbol
	Gene
	Affy ID
	Folda
	P<b
	Reference

	ALCAM
	activated leukocyte cell adhesion molecule
	240655_at
	5
	0.015
	(van Kempen et al., 2000)

	CDH2 c
	N-cadherin
	203440_at

237305_at

203441_s_at
	15

4.9

3.9
	0.001

0.015

0.001
	(Sanders et al., 1999)

	CTGF c
	connective tissue growth factor
	209101_at
	6.6
	0.033
	(Maniotis et al., 1999) (Seftor et al., 2002)

	EGFR c
	epidermal growth factor receptor
	201983_s_at

232541_at

201984_s_at

224999_at

233044_at

232120_at
	42

22

11

7.8

3.2

1.8
	0.001

0.002

0.002

0.001

0.013

0.034
	(Hurks et al., 2000)

	EPAS1
	endothelial PAS domain protein 1
	200878_at

235963_at
	2.5

2.5
	0.013

0.005
	(Giatromanolaki et al., 2003)

	FBLN5
	fibulin 5
	203088_at
	49
	0.001
	(Wang et al., 2004)

	HIF1A
	hypoxia-inducible factor 1, alpha subunit
	238869_at
	2.1
	0.016
	(Giatromanolaki et al., 2003)

	HLA-B
	major histocompatibility complex, class I, B
	211911_x_at

209140_x_at
	2.2

1.6
	0.026

0.038
	(Real et al., 1999)

	IL8 c
	interleukin 8
	202859_x_at

211506_s_at
	18

11
	0.001

0.004
	(Nurnberg et al., 1999) (Rofstad and Halsor, 2000)

	ITGB1
	integrin, beta 1
	215878_at

211945_s_at
	2.8

1.6
	0.023

0.047
	(Nikkola et al., 2004)

	KCNK1
	potassium channel K1
	204679_at

204678_s_at
	6.9

5.6
	0.001

0.018
	(Seftor et al., 2002)

	KRT18
	keratin 18
	201596_x_at
	9.3
	0.017
	(Fuchs et al., 1992) (Wang et al., 2004)

	KRT7
	keratin 7
	209016_s_at

214031_s_at
	>100

6.8
	0.001

0.015
	(Seftor et al., 2002)

	LTBP2
	latent TGF binding protein 2
	223690_at

204682_at
	22

13
	0.001

0.001
	(Seftor et al., 2002)

	MME
	membrane metallo-endopeptidase
	203434_s_at

203435_s_at
	19

8.3
	0.010

0.012
	(Bilalovic et al., 2004)

	MMP1
	matrix metalloproteinase 1
	204475_at
	57
	0.003
	(Nikkola et al., 2002; Seftor et al., 2001)

	MMP2
	matrix metalloproteinase 2
	201069_at
	11
	0.003
	(Seftor et al., 2002) (Vaisanen et al., 1996)

	MMP3
	matrix metalloproteinase 3
	205828_at
	14
	0.007
	(Nikkola et al., 2002)

	NRP1 c
	neuropilin 1
	212298_at

210510_s_at

239519_at

233626_at

210615_at

233701_at

242677_at
	>100

33

17

5.9

3.6

2.8

2.8
	0.001

0.001

0.001

0.001

0.034

0.015

0.007
	(Straume and Akslen, 2003)

	PAX8
	paired box gene 8
	227474_at
	6.7
	0.021
	(Seftor et al., 2002)

	PLAU
	plasminogen activator, urokinase
	211668_s_at

205479_s_at
	4.5

3.1
	0.041

0.010
	(Maniotis et al., 1999; Seftor et al., 2002)

	PLOD2
	procollagen-lysine, 2-oxoglutarate 5-dioxygenase 2
	202619_s_at

202620_s_at
	8.5

13
	0.010

0.018
	(Goldberg et al., 2003)

	PRDX2
	peroxiredoxin 2
	39729_at

201006_at

211658_at
	99

7.6

7.4
	0.001

0.001

0.001
	(de Wit et al., 2002)

	PTGS2
	prostaglandin-endoperoxide synthase 2
	2204748_at
	46
	0.003
	(Figueiredo et al., 2003)

	RIG c
	regulated in glioma
	221127_s_at
	15
	0.002
	(Seftor et al., 2002)

	SPARC
	osteonectin
	212667_at
	3.4
	0.006
	(Massi et al., 1999)

	THBS1 c
	thrombospondin 1
	201107_s_at

201109_s_at

201110_s_at

239336_at

201108_s_at

235086_at

215775_at
	>100

67

67

41

28

10

1.8
	0.001

0.001

0.001

0.003

0.001

0.001

0.004
	(Straume and Akslen, 2003)

	THBS2
	thrombospondin 2
	203083_at
	23
	0.001
	(Kunz et al., 2002)

	TMSB10
	thymosin, beta 10
	217733_s_at
	1.6
	0.05
	(Liu et al., 2004)

	TNFRSF1A c
	tumor necrosis factor receptor superfamily 1A
	207643_s_at
	2.8
	0.005
	(Galvani et al., 2000)

	VEGF
	vascular endothelial growth factor
	212171_x_at
	3.2
	0.033
	(Bayer-Garner et al., 1999) (Osella-Abate et al., 2002)

	VEGFC c
	vascular endothelial growth factor C
	209946_at
	18
	0.001
	(Seftor et al., 2002)

	WNT5A c
	wingless-type MMTV integration site family, member 5A
	213425_s_at

231227_at

205990_s_at
	45

23

20
	0.002

0.001

0.001
	(Bittner et al., 2000)


aCalculated using normalized Zürich data, bTwo tailed T-test statistic , assuming variance is equal.  c Also present in the 223 gene intersection of the Zürich, Philadelphia and Mannheim cohort-specific expression data sets.

Supplementary Data 3b

Survey of literature exploring 134 factors of possible prognostic value in melanoma.

	Factor
	Regulationa
	Reference

	A2M
	Down
	(de Wit et al., 2002)

	ALCAM
	Up
	(van Kempen et al., 2000)

	AOC3
	Down
	(Forster-Horvath et al., 2004)

	APAF1
	Down
	(Baldi et al., 2004; Fujimoto et al., 2004)

	APOC2
	Up
	(de Wit et al., 2002)

	APOD
	Up
	(Miranda et al., 2003)

	ARF6
	Up
	(Tague et al., 2004)

	ARHGDIB
	Up
	(Seftor et al., 2002)

	ATOX1
	Up
	(Wang et al., 2004)

	BCL2
	Down/Upb
	(Hernberg et al., 1998; Vlaykova et al., 2002)

	BIRC1
	Down
	(Seftor et al., 2002)

	BIRC5
	Up
	(Gradilone et al., 2003)

	BNC1
	Up
	(Seftor et al., 2002)

	CASP6
	Up
	(Woenckhaus et al., 2003)

	CCL2
	Down
	(Su et al., 2000)

	CCND1
	Up
	(Errico et al., 2003)

	CCND3
	Up
	(Florenes et al., 2000)

	CD44
	Down/Up
	(Dietrich et al., 1997; Karjalainen et al., 2000b)

	CDH1
	Down
	(Andersen et al., 2004)

	CDH2
	Up
	(Sanders et al., 1999)

	CDH3
	Down
	(Sanders et al., 1999)

	CDH5
	Up
	(Hendrix et al., 2001)

	CDKN1A
	Up
	(Karjalainen et al., 1999)

	CDKN1B
	Down
	(Florenes et al., 1998; Woenckhaus et al., 2004)

	CDKN2A
	Down
	(Straume and Akslen, 1997; Straume et al., 2000)

	CEACAM1
	Up
	(Thies et al., 2002a)

	CENPE
	Up
	(Goldberg et al., 2003)

	CHL1
	Down
	(Seftor et al., 2002)

	CKB
	Up
	(de Wit et al., 2002)

	CPS1
	Up
	(Seftor et al., 2002)

	CSF2
	Up
	(Ciotti et al., 1999)

	CTGF
	Up
	(Maniotis et al., 1999; Seftor et al., 2002)

	CTSD
	Up
	(Podhajcer et al., 1995)

	CXCL1
	Up
	(Bordoni et al., 1990)

	DCT
	Down
	(Takeuchi et al., 2003)

	DKKL1
	Up
	(Goldberg et al., 2003)

	EDNRB
	Down
	(Smith et al., 2002)

	EEF1A2
	Down
	(de Wit et al., 2002)

	EGFR
	Up
	(Hurks et al., 2000)

	EPAS1
	Up
	(Giatromanolaki et al., 2003)

	EPHA1
	Up
	(Easty et al., 1999)

	EPHA2
	Up
	(Maniotis et al., 1999; Seftor et al., 2002)

	EPHB6
	Down
	(Hafner et al., 2003)

	ETS1
	Up
	(Keehn et al., 2003)

	F2R
	Up
	(Tellez and Bar-Eli, 2003)

	FAP
	Down
	(Ramirez-Montagut et al., 2004)

	FASN
	Up
	(Innocenzi et al., 2003)

	FBLN5
	Up
	(Wang et al., 2004)

	GJA1
	Down
	(Su et al., 2000)

	GPM6B
	Down
	(Seftor et al., 2002)

	GSTM1
	Up
	(Depeille et al., 2004)

	HIF1A
	Up
	(Giatromanolaki et al., 2003)

	HLA-A
	Up
	(Blom et al., 1997)

	HLA-B
	Up
	(Blom et al., 1997)

	HLA-G
	Up
	(Real et al., 1999)

	ICAM1
	Down/Up
	(Anastassiou et al., 2000; Ciotti et al., 1999; Haritopoulos et al., 2003)

	IGFBP2
	Up
	(Wang et al., 2003)

	IL8
	Up
	(Rofstad and Halsor, 2000) (Nurnberg et al., 1999)

	IL24
	Down
	(Ellerhorst et al., 2002)

	ILK
	Up
	(Dai et al., 2003)

	IRF1
	Down
	(Lowney et al., 1999)

	ITGA4
	Up
	(Schadendorf et al., 1993)

	ITGA6
	Down
	(Schadendorf et al., 1993)

	ITGAV
	Down
	(Nikkola et al., 2004)

	ITGB1
	Down/Up
	(Nikkola et al., 2004; Vihinen et al., 2000)

	ITGB3
	Up
	(Hieken et al., 1996)

	KCNK1
	Up
	(Seftor et al., 2002)

	KRT7
	Up
	(Seftor et al., 2002)

	KRT18
	Up
	(Fuchs et al., 1992; Wang et al., 2004)

	L1CAM
	Up
	(Fogel et al., 2003; Thies et al., 2002b)

	LAMC1
	Up
	(Seftor et al., 2001)

	LCP1
	Up
	(de Wit et al., 2002)

	LTBP2
	Up
	(Seftor et al., 2002)

	MDM2
	Down
	(Polsky et al., 2002)

	MET
	Up
	(Cruz et al., 2003)

	MIA
	Up
	(Juergensen et al., 2001)

	MITF
	Down
	(Salti et al., 2000)

	MKI67
	Up
	(Hazan et al., 2002)

	MLANA
	Down
	(Berset et al., 2001)

	MME
	Up
	(Bilalovic et al., 2004; Seftor et al., 2002)

	MMP1
	Up
	(Nikkola et al., 2002; Seftor et al., 2001)

	MMP2
	Up
	(Seftor et al., 2001; Vaisanen et al., 1998; Vaisanen et al., 1999; Vaisanen et al., 1996)

	MMP3
	Up
	(Nikkola et al., 2002)

	MXI1
	Down
	(Ariyanayagam-Baksh et al., 2003)

	MYLK
	Down
	(Seftor et al., 2002)

	NME1
	Down
	(Mao et al., 2001; Sarris et al., 2004)

	NOS2A
	Down/Up
	(Ekmekcioglu et al., 2000; Tschugguel et al., 1999)

	NRP1
	Up
	(Straume and Akslen, 2003)

	NTRK1
	Up
	(Florenes et al., 2004)

	NUP88
	Up
	(Zhang et al., 2002)

	PAWR
	Down
	(Lucas et al., 2001)

	PAX8
	Up
	(Seftor et al., 2002)

	PCNA
	Down
	(Evans et al., 1992)

	PECAM1
	Down
	(Hendrix et al., 2001)

	PLAT
	Down
	(Ferrier et al., 2000)

	PLAU
	Up
	(Maniotis et al., 1999; Seftor et al., 2002)

	PLK1
	Up
	(Kneisel et al., 2002)

	PLOD2
	Up
	(Goldberg et al., 2003)

	POU3F2
	Up
	(Thomson et al., 1995)

	PRDX2
	Up
	(de Wit et al., 2002)

	PTEN
	Down
	(Stahl et al., 2003; Tsao et al., 2003)

	PTGS2
	Up
	(Figueiredo et al., 2003)

	RB1
	Down
	(Korabiowska et al., 2001)

	RELA
	Up
	(Kashani-Sabet et al., 2004)

	RIG
	Up
	(Seftor et al., 2002)

	S100A1
	Down
	(Juergensen et al., 2001; Korabiowska et al., 1994)

	S100A4
	Up
	(Andersen et al., 2004)

	S100B
	Up
	(Banfalvi et al., 2002; Banfalvi et al., 2003)

	SEMA4D
	Up
	(Seftor et al., 2002)

	SERPINE1
	Down
	(Su et al., 2000)

	SPARC
	Up
	(Massi et al., 1999)

	STHM
	Down
	(Seftor et al., 2002)

	TAP1
	Down
	(Kamarashev et al., 2001)

	TCEB3
	Up
	(Seftor et al., 2002)

	TF
	Down
	(Seftor et al., 2002)

	TFAP2A
	Down
	(Karjalainen et al., 2000a)

	TGM1
	Up
	(Seftor et al., 2002)

	THBS1
	Down/Up
	(Grant et al., 1998; Straume and Akslen, 2003)

	THBS2
	Up
	(Kunz et al., 2002)

	TIE
	Up
	(Hendrix et al., 2001; Maniotis et al., 1999; Seftor et al., 2002)

	TM4SF1
	Up
	(Seftor et al., 2002)

	TMSB10
	Up
	(Liu et al., 2004)

	TMSB4X
	Up
	(Cha et al., 2003)

	TNFRSF1A
	Up
	(Galvani et al., 2000; Ocvirk et al., 2000; Redondo et al., 2002)

	TOP2A
	Down
	(Mu et al., 2000)

	TP53
	Up
	(McGregor et al., 1993)

	TRIP
	Down
	(Wang et al., 2004)

	TRPM1
	Down
	(Duncan et al., 2001)

	TXNIP
	Down
	(Goldberg et al., 2003)

	TYR
	Down
	(Takeuchi et al., 2003)

	VEGF
	Up
	(Bayer-Garner et al., 1999; Osella-Abate et al., 2002)

	VEGFC
	Up
	(Seftor et al., 2002)

	WNT5A
	Up
	(Bittner et al., 2000)

	WWP2
	Up
	(Seftor et al., 2002)


aRegulation associated with poor prognosis or metastatic aggressiveness.

bDifferent researchers reporting opposing results.
Supplementary Data 4.

Total RNA extracted from samples was subjected to reverse transcription PCR using the 1st Strand cDNA Synthesis Kit for PCR (Roche) and amplifications were perfomed using the LightCycler FastStart DNA Master SYBR Green I (Roche) on a LightCycler 2.0 instrument (Roche) according to manufacturers instructions.

Primers and conditions.

	Gene
	Primers (sense & antisense)
	Denaturation
	Annealing
	Elongation
	Cycles
	MgCl2

	BGN
	CGGGACCTTGCTGTCTTCTC

CCCGGCAAGAACCTGAAAG
	95°C / 15s
	55°C / 5s
	72°C / 17s
	50
	5 mM

	CTGF
	GCGTCTGCGCCAAGCA

TGGACCAGGCAGTTGGCT
	95°C / 1s
	56°C / 2s
	72°C / 17s
	55
	3 mM

	GAPDH
	ACGGATTTGGTCGTATTGGG

CGCTCCTGGAAGATGGTGAT
	95°C / 10s
	56°C / 2s
	72°C / 17s
	45
	4 mM

	MLANA
	ATGCCAAGAGAAGATGCT

GGAGAACATTAGATGTCTG
	95°C / 15s
	55°C / 5s
	72°C / 17s
	50
	4 mM

	SERPINE1
	TGCTGGTGAATGCCCTCTACT

CGGTCATTCCCAGGTTCTCTA
	95°C / 15s
	60°C / 5s
	72°C / 18s
	35
	3 mM

	SOX10
	GGCGGCGGCCGGGGGCGA

TCAGGGCAGGAGCCAGACAGAAA
	95°C / 10s
	66°C / 2s
	72°C / 14s
	35
	2 mM

	TYR
	ACAACAGCCATCAGTCT

CCTGTACCTGGGACATT
	95°C / 0s
	60°C / 15s
	72°C / 13s
	40
	4 mM
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